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<110> 



EPIGENOMICS AG 



<120> 
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<141> 2002-01-25 

<150> PCT/DEOO/02490 
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<160> 11 
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<210> 1 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1 

aactccccaa tactacaacc 20 

<210> 2 

<2n> 20 

<212> ONA 

<213> Homo sapiens 



<210> 3 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctacaataat ctttcttcaa catactta 28 

<210> 4 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<400> 2 

aaaatacaca aacrctccca 



20 



<400> 4 

taaaaactat cccataataa ctcccaac 



28 



Page 1 



8 1 7 9 6 - sequence 



<210> 5 

<211> 28 

<212> ONA 

<213> Homo sapiens 

<400> 5 

caagcatgct gaagaaagac cactgcag 

<210> 6 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 6 

tgggaactgt cccataataa ctcccaac 

<210> 7 
<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ggctgcagca ctggggagcc 

<210> 8 
<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 8 

ggctccccag tgctgcagcc 

<210> 9 

<211> 28 

<212> ONA 

<213> Homo sapiens 

<400> 9 

taagtatgtt gaagaaagat tattgtag 

<210> 10 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 10 

aactccccaa tactacaac 

<210> 11 

<211> 20 
<212> ONA 
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<213> Homo sapiens 
<400> 11 

tgggagygtt tgtgtatttt 
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